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PROCEDURE: LIS Specimen Handling & Order Entry (TMH)
I. [bookmark: _Hlk221775579]Principle
A. The importance of consistent and appropriate microbiologic specimen processing is to maintain a rigorous and continuous chain of custody for every clinical sample from the moment of arrival to its final disposition. By integrating standardized receipt verification, precise order entry, and systematic tracking, the laboratory ensures that patient demographics are accurately linked to clinical requests and that the physical location of every specimen—whether in local storage or in-transit—is known at all times. 
B. By standardizing the process for adding tests to existing samples, tracking physical movement via a verifiable audit trail, and resolving order discrepancies through formal cancellations and credits, the laboratory ensures clinical accountability and billing accuracy.

II. Procedures
A. Receiving
1. Workstation Logistics and Sorting
a. Before beginning the receiving process, separate specimens with barcoded orders by their performing laboratory: TMH vs. RIH or CORO.
b. The technologist must utilize the specific designated terminal to receive the specimens.
i. TMH Terminal (Left Terminal): Use this terminal to receive any Routine Microbiology specimens that will be plated or tested at RIH (RMICR) or Molecular tests performed at Coro (RMOLM).
ii. NULL Terminal (Right Terminal): Use this terminal to receive any testing that will be performed on-site in the TMH Microbiology Lab.

2. Specimen Receiving
a. Specimens must be received in the lab before proceeding with any other tasks.
b. Click on the “Blue Feet” icon (specimen tracking) on the SOFTLab desktop.
c. A screen will open for you to choose the Stop/Route that fits your needs.
d. Choose “Received” @ TMH Micro
e. When the window opens, the cursor will be in the barcode field at the top.
f. Scan each barcoded collection label on the specimens.
g. A list will be created on the lower half of the screen as you wand each specimen.
h. When you are done, click the Save icon.
i. System Prompts: Do you want to save?: Select Yes.
j. Create a new list?: Select No.
k. System Prompts: Print? Select Cancel.
3. Post-Receipt Handling:
a. Specimens being tested at TMH can now be processed.
b. All other specimens being sent offsite can be set aside and batched for tracking to RIH or CORO.
c. Samples being sent to offsite labs must be held at the correct temperature. Refer to on line lab guide for information.
4. Integrity Check: Inspect the container for leaks or cracked caps and confirm the specimen type matches the clinical requisition.


B. Order Entry
1. SoftMic Order Entry
a. Double-click the Order Entry desktop icon.
b. Search by MR#, Order#, or Name and Date of Birth. 
c. Click Next.
d. Double-click on the desired patient (or choose Next), then double-click the correct Stay.
e. Choose New → Order to open a blank record.
f. Enter the correct collection date and time in the general tab. 
g. Click on the blank Test ID box.
h. Order the test from the Micro OE keypad or enter the SOFT test code (e.g., GRAMO, CXURN).
i. When the Micro tab opens:
i. Choose the Source and Site (Site can be free text).
j. Use the Micro OE Comment box for any notes to the bench tech (e.g. Rule out Acinetobacter)
k. Click the Specimens tab and select the Coll/Rec button to default collection/receive times.
l. If the specimen is being processed at TMH continue to next step, if not skip to step 13.
m. Return to the Micro tab and click [Add F6] to default the Plated time, date, and your initials.
n. Click the SAVE icon (top toolbar third icon from left) and select YES.
o. Select the standard label printer and click OK. Apply the barcode label to the specimen and the secondary label to the requisition.
p. (Skip this step if not processing at TMH.) When the Micro Label box appears, select the media label printer and click OK to print plates/slide labels.
q. Place the requisition in the bin for the receiving area to scan.

2. Order Add-on
a. An "Add-on" occurs when a provider requests additional testing on a specimen that is already in the laboratory’s possession.
b. Locate Existing Record: Search for the patient in Order Entry using MR#, Order#, or Name/DOB. Select the Stay and the specific Accession Number of the specimen already in the lab.
c. Before adding the test, ensure the specimen is still within the stable timeframe and has sufficient volume for the new request.
d. Click in a blank Test ID field and enter the new SOFT test code.
i. You may see a box pop up to make you check and be sure that you have enough specimen for an additional test. Confirm that you have located the specimen and that the specimen is acceptable for additional testing before proceeding. If the specimen is located and acceptable for testing, hit OK, and proceed.
e. Click the SAVE icon on the tool bar (third from the left) and hit YES.
f. Remember, there is no collect and receive step for add-ons; the specimen is already collected and received in the system.
g. You will be prompted to print a Standard label. Select the correct printer and click OK. Collection labels will print. Label your specimen with the barcode label and affix the secondary collection label to the add-on requisition.
h. Sort the specimen according to the performing department. Place the requisition in the bin to be scanned by the receiving area.

3. Micro Order Entry (OE) Comments and Extended Hold
a. Specific instructions for the bench technologist must be entered during the Order Entry phase to ensure they are visible at the performing laboratory.
b. Physician Requests: 
i. Special Requests for testing
a.) Use the Micro OE Comment box to type any specific notes or requests from the physician intended for the bench technologist.
ii. Extended Hold Requests:
a.) When a culture arrives with a request to be held longer than the standard period, you must document this in the Micro OE Comment box.
b.) Input the specific phrase: "Hold For 14 Days".

4. Molecular Order Entry
a. Double-click the Order Entry desktop icon.
b. Search by MR#, Order#, or Name and Date of Birth. 
c. Click Next.
d. Double-click on the desired patient (or choose Next), then double-click the correct Stay.
e. Choose New → Order to open a blank record.
f. Enter the correct collection date and time in the general tab. 
g. Manually enter the specific molecular SOFT test code in the Test ID box or select the molecular test found on the Micro OE keypad in the MOLEC folder.
h. Click the Specimens tab and select the Coll/Rec button to default collection/receive times.
i. Click the SAVE icon (top toolbar third icon from left) and select YES.
j. Select the standard label printer and click OK. Apply the barcode label to the specimen and the secondary label to the requisition.
k. Place the requisition in the bin for the receiving area to scan.

C. Offsite Molecular (CORO) specimens:
1. If the test is performed at CORO, refer to the “Receiving” section of this document to ensure the specimen was received at the TMH Terminal (Left Terminal).
2. If test is performed at TMH, refer to the “Receiving” section of this document to ensure the specimen was received at the NULL Terminal (Right Terminal).
3. After receiving, set these specimens aside and batch them for tracking to CORO or perform testing at TMH as necessary.

D. Specimen Plating
1. The plating process in SOFTMic is a required administrative step for microbiology cultures processed for Gram stain at The Miriam Hospital and must be completed prior to physical processing. This plating step is only required for specimens receiving a Gram stain at TMH; all other cultures are received at TMH solely for tracking purposes before being sent to RIH. The procedure serves two primary functions: it produces the necessary media labels for planting and assigns a unique Sequence Number to each ordered test in the specific order that the records are marked and plated within the system.
2. In SOFTMic, locate and click the Receiving Worklists icon.
3. Choose the worklist named: S008 Plating List - TMH.
a. This list includes all orders that have been collected and received but are not yet plated.
4. Arrange the physical specimens at the workstation. If a provider has labeled specimens numerically or in a specific order of collection (e.g., Tissue #1, Tissue #2), organize and scan them in that order. This ensures the LIS-generated Sequence Numbers match the numerical order of collection assigned by the provider. 
(Example: If you receive three tissue samples labeled "Tissue #1," "Tissue #2," and "Tissue #3," scan the barcode for Tissue #1 first, followed by #2, then #3. This results in Sequence Numbers (e.g., 101, 102, 103) that correspond directly to the provider's labels.)
5. Scan the individual specimen containers using the collection labels.
6. A red check mark will appear next to each order as it is scanned.
7. Sequence numbers and media labels will generate based on the order in which specimens are scanned, not the worklist order.
8. Click the Set up/Label button on the right-hand side of the screen.
9. Choose “Specimen Plated” and hit OK.
10. When the print box opens, select the correct media label printer and hit OK.
11. The marked orders will now display a Sequence Number and a green L (label) in place of the red check.
12. Collect the media labels, which print in the order the specimens were scanned, and prepare them for the performing lab.

E. Specimen Tracking
1. Batching specimens via the Specimen Tracking or "Blue Feet" module, the laboratory ensures accountability, documents destinations (RIH, CORO, or TMH), and confirms appropriate temperature maintenance during transit.
2. Click on the “Blue Feet” (Specimen Tracking) icon on the Main Desktop.
3. Choose the appropriate Stop/Route based on the destination (e.g., TMH M -> RIH M or TMH -> CORO).
4. Ensure the cursor is in the barcode field at the top and scan each collection label for the current batch.
a. Specimens must be sorted into specific batches based on the performing laboratory, the type of testing (Molecular vs. Culture), and the required storage temperature. Each batch requires a unique tracking list.
5. Refer to Appendix T2 for specific Specimen Tracking Workflows
a. Room Temperature Batches
i. Room Temp Cultures: Blood/routine culture specimens intended for RIH.
ii. Room Temp Stat Testing: GASPC testing for RIH.
iii. Room Temp CORO Testing: Specifically for GC/CT/TRICH/VAGPN urine/swabs.
b. Refrigerated Batches
i. Refrigerated Cultures to RIH: Urine cultures or other samples requiring cold storage for RIH.
ii. Refrigerated Stat Testing to RIH: Urgent molecular tests requiring refrigeration for RIH.
iii. Refrigerated Molecular Testing (CORO): Molecular swab/stool tests such as HSV, VZV, PARSC, ENTB, and EVPP etc.
iv. Refrigerated Plasma Samples (CORO): Separated viral load samples (e.g., HCVCK, BKVLD, HIVL2).
v. Refrigerated Whole Blood (CORO): Lavender top tubes for molecular testing suck as BABES and AEPCR.
6. Finalize Batch: Click the Save icon.
7. Select Yes/OK to save the list.
8. Select Yes when asked to create a new list.
9. Print the list to include with the specimen.
10. Apply the transportation temperature stamp to the printed tracking list.
11. Check off the required temperature (e.g., Room Temp, Refrigerated, or Frozen) at which the specimens must be received.
12. Package specimens into bags based on the batches listed above.
13. Each unique temperature batch must be packaged separately with its own stamped tracking list.

F. Cancels and Credit Instructions
1. Canceling Molecular Tests (No Reorder Requested)
a. Use these steps for molecular testing that will not be processed or reordered.
b. From the SoftLab side of Soft select Result Entry.
c. Enter the Test ID and the Order Number, then hit Next.
d. Click on the Result box for the specific test. From the keypad, choose >CANC
e. Click the Down arrow to open the Cancel keypad and select the appropriate reason (e.g. QNS, Order Error, Not Performed)
i. Note that molecular testing frequently has multiple resulting lines. This cancelling process must perform for each BLANK resulting line.
ii. Common codes include @CONT (Wrong Container), @SWAB (Incorrect Swab) and @FORM (Formed stools inappropriate for testing)
f. After cancelling each line of testing, open the comment box on the first resulting line to add canned or free text messages for specific cancelling details and required call comments.
g. Click Verify All and Save, then check the Instant Report.

2. Canceling Culture Orders (No Reorder Requested)
a. Use these steps for microbiology cultures that will not be reordered. These instances require both a result comment and a financial credit.
b. From the SoftMic side of Soft access Micro Result Entry, enter the order number, and hit Next.
c. Open the Test Comment window for the Gram stain. Input a canned comment (e.g., }aQNS, }aUNL) or free-text the reason for rejection.
d. Call the provider and document the notification.
e. Hit OK and set the test status to FINAL.
f. Open the Test Comment box for the culture and enter }NFW (No Further Workup). Hit OK and set the culture to FINAL.
g. Switch to Order Entry for that accession.
h. Right-click the order, select Bill, and choose No Charge.
i. Paste the cancellation reason into the text box and Save.
j. For specific media-level credits, click Column "C" on the media line in Result Entry until the red check appears in the right hand column.

3. Cancelling Tests for Reorder
a. Use these steps for any test type (Molecular or Culture) that was ordered incorrectly and needs to be replaced with a new order.
b. In Order Entry, right-click the incorrect test and select Cancel Test.
c. Free-text the reason (e.g., "Order Entry Error. Test inappropriate for specimen"). Repeat for all associated orders (e.g., Gram, Culture, AFB).
d. Refer the canceled tests to the new order number for results, using the original collection date and time.
i. Notification calls are not required if the test is being reordered.
e. Save Changes: Hit OK and click Save.
f. Create New Order: Click the Red Arrow/Paper icon to Add Next Order on the taskbar to open a fresh Order Entry screen.
g. Enter the SAME collection date and time as the original specimen.
h. Enter the Correct tests, save, and reprint collection labels for the specimen container.
i. Process the specimen as usual.
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